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 1. gi|9965853|gb|AAG10174.1 AF285135_1 (AF285135) major outer membra ne prote in [Campylobacter jejuni] 

 Sample ID  : E:\ BRUKER_OUT_FTP\Anna\Unk_2_6_21\0_21_ 1SRef\pdata\1\1r [Pass :0]

 Measured peptide s     : 17

 Matched peptides      : 8

 Min. sequence coverage: 29 %

  933.573   M   933.503     76   174   181    0   ITGVQFNR
  972.585   M   972.524     63    19    27    0   DIDVSGVLR
 1112.590   M  1112.550     36   353   363    0   VGADFVYGGTK
 1307.699   M  1307.662     29   267   278    0   LDAANGNFFALR
 1496.739   M  1496.725      9    55    68    0   AQVNFSGAISDNFK
 1951.068   M  1950.947     62   336   352    0   NIFGYVTAGYTFNETVR
 2085.136   M  2085.062     36    98   116    0   QLYLTYTNEDVATSVIAGK
 3159.291   A  3159.283      2    69    97    0   AFVQFDYNSQDGGYGTDSISNTSDTLTVR


